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1. BW

1990 AERLIKE, FDNETHEF v XY B TRV EEIENAEA S, ZHUTLY,
FHIOPEH CII B W MR IR 2EPEE M TOI TS, L, TOBEEHBRET, ZhET
Alternaria brassicicola (Schweinitz) Wirtshire (& X 5 B9 yRnER L &7 (EED, 1998,
1999b, 2000, 2006 ; FHHH, 1998). B I TIL, Kb, THEIIK~BED/NFRBENDTERK S 4,
ZAVDTEDIRBEAS EYERT 5. JRBE BT BN AN KREICIERL S 4L, K EIC L - T
H, ZITHIFRBEZ TR LTRSS DRSIUCE DG b H 5. £, DAL, EREOH
WLV JEBOKRIARYE T 5130y, BEEEKICE > T TEAAIZ L > TH “WKIBYT 5. F—Anle
PG ChH72D (FEHED, 2003 ; FBED, 1998), 1984~2002 FREICAEN Tk S
=X ¥ "V MCOWT, FEOEYRAH#E L. (Kubota ©, 2006). ZOHTHH >
N BoHE LT RIEOMREREKR S, BRI BRI (NIAS) P— R\ 7RSI T
WA RIFEERRICOWT, 4 FEOT 77 FRHEMI KT 2R OFE 21T 7-.

2. B HEEFEE

1984~2002 “FFEDF v~ HRFE A5 124 1 v FOFE 74 100 Fi% 1.5%HFER | (WA) 12
X, 25°CT 6 HHEET DI L 0 A U iida > a B O 1 £ RHHER (PSA, 20%
DX AAERIE, 2% a bl LB%IER) ITHEAMWE. B oy FOREREHIZOWVT, PSA
O S TENEA WA ICHFR L, 25°CC—HihssE Lotk R L7-HE 7% PSA IThEX
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BEE4 MAFF#% 5 MAFFXEG  F7pEH fi 7 /EPEFE B4 MAFF#% 5 MAFFX§G  Fi7 e f AR pE4E
by h84 726687 2007 K Ig 1984 B E AR = 1989
R 726688 2007 Py =) 1985 YRE % Pt )| 1989
WY a v 726689 2007 NN 1989 Bk2 5 KB (TLN) 1989
N 726690 2007 i 1989 t v 89 KB K IF 1989
SE 726691 2007 iy 1989 K KB (TLN) 1989
SR L 726692 2007 £ 1989 ~A T 4 R % 1989
® S 726693 2007 £ 8 1989 H & A ik B 1994
s 726694 2007 BE 1989 YR 13 B Gk T3 1994
T4 hR—L AR G T2 1989 YREH K A Gk & il 1994
& 726695 2007 T 1989 A 97 X i ] 1997
B Y 5 EK 726696 2007 i ] 1989 A% 98 X i ] 1998
VYR N 726697 2007 i 1] 1989 BERNM o TR 1994
Kig 726698 2007 | 1989 v & — R TR 1994
SATn 726699 2007 i [ 1989 94 R AR 1994
bELE 726701 2007 i [ 1989 HIFK NG AR 1998
LBan 726702 2007 i [ 1989 AN X gk AR 1994
YRt R+ 726703 2007 % il 1989 H2e TR Gk F) 1994
E s 726704 2007 T 1989 YRZFH 15 X gk =) 1994
WLz 726700 2007 gk 1989 YRA XS PNE eS| 1994
A 726705 2008 pEg st 1989 7Y = R—)L oA =S 1994
WIE 726706 2008 Eogl 1989 Ly KR —b X gk TAUT 1994
Y Z= By 726707 2008 =R 1989 SE T Gk £ 8 2001
&7 726708 2008 =R 1989 Y R $RFKIR 111520 ARBER e [ 2001
= 726709 2008 Jgal 1989 YRZ 1L X gk B[] 2001
HE HB B AR 1989 g & RA X B[] 2001
YRIF i FNGE Jrg 1989 A 01-1 X % B[] 2001
TARAY — o b R 1989 KAz 01-2 X g% B i 2001
£ E 25 FNc Jg 1989 S X g% 5 2001
Lrwn AT =i 1989 e k5 AR Gk 7)1 2001
SiLdH R G ISy 1989 YCR% & Xk &)1 2001
KE 3015 ATk i 1989 4% 201501 X gk ) 2001
FAKE AR B ST 1989 S I o gk =) 2001
=18 NG =y 1989 o1 Rk T AU K 2001
DS AR B =) 1989 BX 7001 A Gk A5V T 2001
hRAE 3B AR Bk )11 1989 FAH 02 2k i [l 2002

4% 201589 R gk 7)1 1989




W CTHERER S L7z, Z OB Bk o 0 AN F RO TERRIZ DWW T, Ellis (1971) OFEHL
LHER LT, A brassicicola DRIEZ{T-T-. TORE, 124FFoy b, 71 oy MLV [FEfES
[FESNARFBEGENE LN FE D). 20 71 EREDFET, NIAS U— 0 U 7 IZBEBSRCH
STFFED 5 BRKE S LU T ORIV (R 2). T XYM/ bt S e 23 EikiE
NIAS =\ 728Gk LT, DERS, %L — N U 7 IR TETH .

1. FYRVEFHILEFL-EYIRERSE (£ EH (2010) [ER), MAFF 237450 M PDA
Ezx& () &o4%RF (B)

& 2. NIAS Oo—/\> 4 BE&$% Altemaria brassicicola Btk

MAFF &% MAFF %t R S HfEF
305011 1988 CuM) B
237450 1996 TR 1990
712079* 1990 =i B
712096* 1990 =i 1986
726527 1998 = 1997

* A, alternata \AEIEF

3. MRMEDHER
X XY (Brassica oleracea L., 't : ¥A%), 77 (B campestris L., ' : 40]/|N#E), 71
7> F (B juncea(L.) Czern., ‘uff: BEND LR, XA 2 (Raphanus sativusL., 'l : B
DA 35) fiT%, BARESHEE L (F7 I8, vov—) 25507z 128 KL b LA
(5 60 conxifiFf 30 eX¥ 4 cm) (TREFEL, 55 1 AHEWIE TR 2 B, HT ARENTHEE L TH
BRI L2, 2o oo 1, 2 B2, PSA, 25C, 4 HREE CE-AEROEET
(2 ~3mm f4) % 2{HEE, 25°COM=RIT 4 AR -RITIRBIER A BIE LT
ZOfER, MAFF 712079, MAFF 712096 & FRUNZWTHOBERKICIHBWT S, 40T 77 58
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VEM DI AR TIR F 713~ BOADIER T DR AR L=, Z A 2 TIIRBEDIER A N &
WA S 7283, JRBEY A RIZHERRE CORBR D TZR0 S hr- 7=, MAFF 712079, MAFF
712096 (ZOWTIE, WTILDIEIZBW T HIER LW EA/ NES A & ST D DA TH-
77,

2. BI9REREICLSTYRY (EL), hJ BL), h31F (EF), #14a> (&EF)
[ZHTHEREDHH

4. MAFF 712079 & MAFF 712096

JIEMEA S/ 7 MAFF 712079 & MAFF 712096 (20T, 2%~ R UBECREE L7ZE#05,
Villa & (2006) 12> T4 DNA ZfitHL, X561, White & (1990) (2t CRIEKOEZ Y R
V' — 1 5.8S s % & T Internal Transcribed Spacers (ITS) f#Efk%Z PCRIC K-> CTHEL, %
OIEEWT R %, vV F A2 V=2 PCR 74 v#—7L—k (ARIVART) ZHNTER L.
Z ORI 2§75 & L7z, BigDye Terminater v3.1 Cycle Sequencing Kit (Applied Biosystems)
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(2 &% PCR EW ORI %, 3730 DNA Analyzer (Applied Biosystems) % W NCiE L7,
M ERED[RIEFAS NI XA NI —E L, National Center of Biotechnology Information (ZEEERDIE
5051 & BLAST W2 L7=fE R, A alternata (Fr.) KeisslO 6D & —$ L=, £7=, HAEHRTOR
REChH, B =28 A brassicicola Db D LY &0/ Th 0, Snfild DA 659<, A alternata
ERIET2ONEE ThHo7To. ARRIZED, NIAS ¥—2 R\ 7B HMEKOREIT A
brassicicola >0, A. alternata \ZAE1E ST,

3. MAFF 712096 (&) & MAFF 712079 () O&E#E (L) &a%ERF (F)

5. Ty NVEFMN o HEE LD R KERRE
[RIRH 2> DB SHTRIRBIFRD 5 HO 2 BRI OWT, WA BIZEW e —FR—3 2 3
(TrELrAFy RTLAZREREA) T 25 CTHE Lz & TR &N 5 KA ER TR D
TERESC, PSA 1Ty svh Ot %, Booth (1971) OR# & it L C Fusarium avenaceum
(Corda: Fries) Saccardo &[RIEL7-. [FIFEEEIE, v V0ehbiE s LCBERTHS (FEHED,
1999a). ZHIHDERIZONWT S, [FRROTETIF v NYARBEICER L. L 25, KBOTHERE
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TCiET AINEDTER S, IR MER S~ 20 2 FHfRkE MAFF 726730, MAFF 726731 &
LTCNIAS o— 2 R 7 TG LUT-.
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Summary

Plug trays are widely used for cultivation of cabbage seedlings in Japan. In the cultivation
using the trays, black spot caused by seed-borne Alternaria brassicicola have occurred
frequently. Situation of infestation of commercial cabbage seeds with the pathogen was
investigated, and the pathogen was isolated from each seed lot. When four cruciferous crops
(cabbage; Brassica oleracea, turnip; B, campestris, leaf mustard; B juncea and Japanese
radish; Raphanus sativus) were inoculated with 71 isolates from cabbage seeds, all of the
isolates made water-soaked and black stains on leaves of their crops. MAFF 305011, MAFF
237450, MAFF 712079, MAFF 712096 and MAFF 726527 of A. brassicicola, registered to the
NIAS Genebank, were also inoculated to leaves of the crops as well. MAFF 712079 and MAFF
712096 did not make stains, but small black dots sometimes. The other isolates, MAFF 305011,
MAFF 237450 and MAFF 726527, produced stains as like as the isolates from cabbage seeds.
Finally, MAFF 712079 and MAFF 712096 were identified to A. alternata with the morphology
and the sequences of internal transcribed spacers, including 5.8S gene of the nuclear ribosomes,

and their information on the NIAS Genebank was renewed.
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