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Summary

Screening of the endophytic yeast from crops in Hokkaido was attempted because a lot of kinds of
microorganisms except for yeast were found as endophytes. As the result of screening, 47, 12, 3, and
one yeast strains were obtained from wheat, potato, soy—bean, and sugar beet, respectively. Appearnce
frequency of yeast from wheat was especially high, 43.5%, while those from the other crops were below

11.1%. Almost all of the isolates were identified as Candida parapsilosis. Two isolates from wheat and



one from potato were identified as the genus Cryptococcus, and one from soy—bean belonged to the
genus FKhodotorula. From the result of DGGE analysis, the bands corresponding to the genera Candida
and Cryptococcus were detected from the DNA extracted from wheat seed, while there was no band
corresponding to microorganisms with the other crops at all. Thus, it was considered that the yeast
strains from wheat were the endophytic yeast from the above observations, and four representative strains
were deposited at the Genebank, National Institute of Agrobiological Science, Japan (Accession No.:
MAFF 230052-230055). Effect of endophytic yeast on the initial growth of wheat was evaluated by using
the four representative strains. Inhibition of wheat growth by adding Cryptococcus albidus was observed
one month after from seeding while there was no influence in the case of Can. parapsilosis and Baker’s
yeast. Therefore, it might be possible that there is some ecological interaction between endophytic yeast

and its host plant.
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