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DMB-SSR093

CEDG111

cp00671

cp10093

cp08531

cp08267

cp05941
cp07863
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cp03853
VR078

cp01582
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cp08299
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42.2
47.7
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58.6
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63.7
63.8
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cp00221
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cp02873
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cp08576

CEDG270
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CEDG035
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cp00200
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cp00737
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cp09551
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LG9
cp05238
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CEDG304
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cp06236

cp01918
cp02320
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29.6

58.6

38.3
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45.2
50.9
51.4
53.6
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58.1

LG10

CEDG150

CEDG113

cp05660

cp05325
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cp02660
CEDG298

CEDG243

cp06173

cp05914

cp04728*

cp05271
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CEDG223

cp00192

cp08503

cp05879
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cp00033
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1.7
3.4
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26.8
29.7
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55.4
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32.9
40.7
40.8
46.6
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LG11

CEDG076*
CEDG002****

cp08695***

cp10667***

cp05141***

cp10892*

cp04256***
cp03696*

cp04488****

cp04704****

cp02928****
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43.1

0.0
1.8
5.7

13.6
17.5

29.2
34.4
35.5
36.5
36.6
36.7
37.3

Yardlong bean linkage map

red：azuki bean SSR markers

green：mungbean SSR markers

blue：cowpea SSR markers

****：P＜0.0001
*****：P＜0.00001

Segregation distortion

***：P＜0.001

*：P＜0.05
**：P＜0.01

BC1F1 population（190 plants)

No. of mapped markers ： 226

Total length ： 852.4 cM


