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H 1% A —ARTF A, 2% X7 b, 2% 7/ a—RA, 2%#EK) R L. 30CT 2 HREE;
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S 51T, Martorell®> (2005) OREIZHS < Saccharomyces cerevisiae R 77 A ~—
SCid (5 -ACATATGAAGTATGTTTCTATATAACGGGTG-3’) ¥ L O®SClr
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= RS UNR—2AEEGRH) ([T L. Fn—AREEL 2%F L n— R BT TR L,
24 WFfifRIC =& ) — VIR ZIES 5 2 & THIE L

(2) F>O—ZAMoDIE/—)VEEN

T%F > 11— R &G iehi 45 ml (CRIEFEEIE 5 ml 23RN L T 30°CThEE L, 24 Bifi#4de L1048
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&1 DEROFEEHT

P A chc RN i bz A s

MAFF % & S prerss vt I BRI ey 3
113866 0.00 0.33 1.32 2.33 PN 310)
113867 0.24 0.62 0.78 0.96 YU —FE
113868 0.02 0.59 0.75 0.71 YU —FE
113869 0.01 0.35 0.61 0.67 YU —FE
113870 0.00 0.60 2.18 1.97 FL R ()
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HaMNTxF e —2nb0xZ ) —VAEREZRRFCH~T (X 1), o#EL7z 3 #RiTvwFns
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4. ER
1) IO HE & F AR

RAROEE T 36 K OREME T+ &0 Sy Sz 2 BRI, IRBEAE ORI 2 Lieino T2 Z &b,
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Summary

Yeasts were isolated from fermented foods and soils, and screened for ability to bread-dough
fermentation and to xylose fermentation. Yeasts for dough fermentation, which were identified
to be Saccharomyces cerevisiae by PCR using species-specific primers, were evaluated for
fermentation ability in non-sugared dough, high-sugared dough, and after freeze-thaw. Yeasts
for xylose fermentation were identified to be Pichia stipitis by 26S rDNA sequencing, and were

evaluated for ethanol productivity using xylose as sole carbon source.

_56_





